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研究成果の概要（英文）：Ccr4 is a major cytoplasmic deadenylase involved in mRNA poly(A) tail 
shortening in Saccharomyces cerevisiae. In the log-phase ccr4 mutant cells, LRG1 poly(A) tail was 
longer and LRG1 mRNA level was higher than those in the log-phase wild-type (WT) cells. 
Unexpectedly, Lrg1 protein level in the ccr4 mutant cells was comparable with that in WT. In the 
stationary-phase ccr4 mutant cells, LRG1 poly(A) tail length was still longer and LRG1 mRNA level 
was still higher than those in WT cells. In contrast to the log phase, Lrg1 protein level in the 
stationary-phase ccr4 mutant cells was maintained much higher than that in the stationary-phase WT 
cells. Loss of PBP1 reduced the LRG1 poly(A) tail length as well as LRG1 mRNA and protein levels in 
the stationary-phase ccr4 mutant cells. Our results suggest that Ccr4 regulates not only LRG1 mRNA 
level through poly(A) shortening but also the translation of LRG1 mRNA, and that Pbp1 is involved in




















よる RNA の輸送だけでなく、Stress 

























































(4) 出芽部位の Rho1 を介した局所的な細
胞壁合成、出芽の先端成長、細胞壁維持に










て解析する。RNA 結合タンパク質 Khd1, 













(1) Ccr4と Pbp1によるポリAの長さの制御 
 出芽酵母のポリ A 分解酵素である
Ccr4 は、低分子量 G タンパク質 Rho1 の
GTPase-activating protein (GAP) をコードす







Poly(A)-binding protein (Pab1)-binding 































デニラーゼ Pan2 活性依存的に、LRG1 
mRNA のポリ（A）尾部を短縮し、定常














 (2) ポリ A分解酵素 Pop2 
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